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ENTERED 



4 <110> APPLICANT: Walke, D. Wade 

5 Scoville, John 

6 Donoho, Gregory 

7 Turner, C. Alexander Jr. 

9 <120-> TITLE OF INVENTION: Novel Human Proteins and Polynucleotides Encoding the Same 

11 <130> FILE REFERENCE: LEX-0180-USA 

C— > 13 <140> CURRENT APPLICATION NUMBER: US/09/863,823 

C — > 13 <141> CURRENT FILING DATE: 2001-05-23 

13 <150> PRIOR APPLICATION NUMBER: US 60/206,414 

1-1 <151-» PRIOR FILING DATE: 2000-05-23 

16 <160~> NUMBER OF SEQ ID NOS : 9 

18 <170^ SOFTWARE: Fast SEQ for Windows Version 4.0 

20 <210 > SEQ ID NO: 1 

21 <211> LENGTH: 7 65 

22 ■■:212 > TYPE: DNA 

2 3 <213> ORGANISM: homo sapiens 

25 -:400.> SEQUENCE: 1 

26 atgcaaatgg gaagatttct tctcttagta attttatttc tgccacgtga gatgacaagt 60 

27 tctgttttaa ctqtgaatgg taaaactgag aactatatcc tggatactac acctggctcc 120 

28 oaag^atctc tgatatgtgc tgttcaaaac cacaccagag aggaagaact gctctggtac 180 

29 cgagaggagg ggagagtgga tttgaaatct gsaaacaama tcaattccag ctctgtctgt 240 

30 gtctcttcca tcagtgaaaa tgacaacgga atcagcttta cctgcaggct ggggagggat 300 

31 cagtccgtgt ccqtttcggt ggtgctgaat gttacttttc ctcctctcct aagtggaaac 360 

32 gacttccaaa caqttgagga aggcagtaat gtgaagttgg tttgcaatgt gaaagccaac 420 

33 occcaggctc aaatgatgtg gtacaaaaac agtagtctcc tcgatttaga gaaaagccgt 480 

34 caccaaatcc aacagacaag tgagtctttt cagctgtcaa tcaccaaagt cgagaagcct 540 

35 gacaacggaa cct.acagttg tattgcaaag tcatctctga aaacggagag cttggacttt 600 

36 cacctgattg ttaaagataa aactgtgggt gtaccaatag agcccattat tgctgcatgt 660 

37 gttgtgatct ttctgacatt gtgctttgga ctgattgcta gaagaaagaa aataatgaag 720 

38 ctctqcatga aggataaaga ccctcacagt gaaacagctc tatga 765 
4 0 v210;. SEQ ID NO: 2 

41 -:211> LENGTH: 254 

42 <:U12:- TYPE: PF.T 

43 <.:213> ORGANISM: homo sapiens 

45 <:400x SEQUENCE : 2 

46 Met Gin Met Gly Arg Phe Leu Leu Leu Val lie Leu Phe Leu Pro Arg 

47 1 5 10 15 

48 Glu Met Thr Ser Ser Val Leu Thr Val Asn Gly Lys Thr Glu Asn Tyr 

49 20 25 30 

50 lie Leu Asp Thr Thr Pro Gly Ser Gin Ala Ser Leu lie Cys Ala Val 

51 35 40 45 

52 Gin Asn His Thr Arg Glu Glu Glu Leu Leu Trp Tyr Arg Glu Glu Gly 

53 50 55 60 

54 Arg Val Asp Leu Lys Ser Gly Asn Lys lie Asn Ser Ser Ser Val Cys 

55 65 70 75 80 

56 Val Ser Ser He Ser Glu Asn Asp Asn Gly He Ser Phe Thr Cys Arg 

57 85 90 95 
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Leu 
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Val 


Ser 


Val 


Ser 


Val 


Val 


Leu 
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Val 


Thr 


59 
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60 


Phe 


Pro 


Pro 


Leu 


Leu 


Ser 


Gly Asn 


Asp 


Phe 


Gin 


Thr 


Val 


Glu 


Glu 


Glv 


61 






115 










120 










125 








62 


Ser 


Asn 


Val 


Lys 


Leu 


Val 


Cys 


Asn 


Val 


Lys 


Ala 


Asn 


Pro 


Gin 


Ala 


Gin 


6 3 




130 










135 










140 










64 


Met 


Met 


Trp 


Tvr 


Lys 


Asn 


Ser 


Ser 


Leu 


Leu 


Asp 


Leu 


Glu 


Lys 


Ser 


Arg 


65 


14 5 










150 










155 










160 


66 


His 


Gin 


lie 


Gln 


Gin 


Thr 


Ser 


Glu 


Ser 


Phe 


Gin 


Leu 


Ser 


He 


Thr 


Lys 


6"? 










165 










170 










175 




68 


Val 


Glu 


Lys 


Pro 


Asp 


Asn 


Gly 


Thr 


Tvr 


Ser 




He 


Ala 


Lys 


Ser 


Ser 


69 








180 










185 










190 






7 0 


L'3U 


Lys 


Thr 


Glu 


Ser 


Leu 


Asp 


Phe 


His 


Leu 


He 


Val 


Lys 


Asp 


Lys 


Thr 


7 1 






195 










200 










205 








7 2 


Val 


Gly 


Val 


Pro 


He 


Glu 


Pro 


lie 


He 


Ala 


Ala 


Cys 


Val 


Val 


He 


Phe 


7 3 




210 










215 










220 










7 4 


Leu 


Thr 


Leu 


Cys 


Phe 


Gly 


Leu 


He 


Ala 


Arg 


Arg 


Lys 


Lys 


He 


Met 


Lys 


7 5 


225 










230 










235 










240 


76 


Leu 


Cys 


Met 


Lys 


Asp 


Lys 


Asp 


Pro 


His 


Ser 


Glu 


Thr 


Ala 


Leu 






77 










245 










250 














7 9 


v.':10 


* SEQ ID NO: 


3 
























80 


<;:11 


■* LENGTH: 633 
























81 


-'-12 


> TYPE: 


DIIA 


























82 


v213 


■ ORGANISM: 


homo sapiens 



















8 4 v4 00 ■ SEQUENCE: 3 

85 atgcaaatgg gaagatttct 

86 tctgttttaa ctqtgaatgg 

87 caagiatctc tgatatgtgc 

88 cgagaggagg ggagagtgga 

89 gtctcttcca tcagtgaaaa 

90 c-ugt ocgtat ccgtttcggt 

91 QdCt*.ccaaa caqttgagga 

92 ccccaggctc aaatgatgtg 

93 Cdccaaatcc aacagacaag 

94 gacaacggaa cctacagttg 

95 cucctgatt g ttaaagctct 

97 <:210> SEQ ID NO: 4 

98 011> LENGTH: 210 

99 <212> TYPE: PPT 

100 -.213:- ORGANISM: homo 

102 -:400> SEQUENCE: 4 

103 Met Gin Met Gly Arg Phe Leu Leu Leu Val He Leu Phe Leu Pro Arg 

104 15 10 15 

105 Glu Met Thr Ser Ser Val Leu Thr Val Asn Gly Lys Thr Glu Asn Tyr 

106 20 25 30 

107 lie Leu Asp Thr Thr Pro Gly Ser Gin Ala Ser Leu He Cys Ala Val 

108 35 40 45 

109 Gin Asn His Thr Arg Glu Glu Glu Leu Leu Trp Tyr Arg Glu Glu Gly 

110 50 55 60 



tctcttagta 


attttatttc 


tgccacgtga 


gatgacaagt 


60 


taaaactgag 


aactatatcc 


tggatactac 


acctggctcc 


120 


tgttcaaaac 


cacaccagag 


aggaagaact 


gctctggtac 


180 


tttgaaatct 


gsaaacaama 


tcaattccag 


ctctgtctgt 


240 


tgacaacgga 


atcagcttta 


cctgcaggct 


ggggagggat 


300 


ggtgctgaat 


gttacttttc 


ctcctctcct 


aagtggaaac 


360 


aggcagtaat 


gtgaagttgg 


tttgcaatgt 


gaaagccaac 


420 


gtacaaaaac 


agt agtctcc 


tcgatttaga 


gaaaagccgt 


480 


tgagtctttt 


cagctgtcaa 


tcaccaaagt 


cgagaagcct 


54 0 


tattgcaaag 


tcatctctga 


aaacggagag 


cttggacttt 


600 


gcatgaagga 


taa 






633 



sapiens 
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111 Arg Val Asp Leu Lys Ser Gly Asn Lys He Asn Ser Ser Ser Val Cys 

112 65 70 75 80 

113 Val Ser Ser He Ser Glu Asn Asp Asn Gly He Ser Phe Thr Cys Arg 
1M 85 90 95 

115 Leu Gly Arg Asp Gin Ser Val Ser Val Ser Val Val Leu Asn Val Thr 

116 100 105 110 

117 Phe Pro Pro Leu Leu Ser Gly Asn Asp Phe Gin Thr Val Glu Glu Gly 

118 115 120 125 

119 Ser Asn Val Lys Leu Val Cys Asn Val Lys Ala Asn Pro Gin Ala Gin 

120 130 135 140 

II" 1 Met Met Trp Tyr Lys Asn Ser Ser Leu Leu Asp Leu Glu Lys Ser Arg 

122 145 150 155 160 

123 His Gin He Gin Gin Thr Ser Glu Ser Phe Gin Leu Ser He Thr Lys 

124 165 170 175 

125 Val Glu Lys Pro Asp Asn Gly Thr Tyr Ser Cys He Ala Lys Ser Ser 

126 180 185 190 

12 7 Leu Lys Thr Glu Ser Leu Asp Phe His Leu He Val Lys Ala Leu His 

128 195 200 205 

129 Glu Gly 

130 210 

132 -:210-> SEQ ID NO: 5 

13 3 v211.> LENGTH: 78 9 
13', -'212,' TYPE: DNA 

13 5 -'213 ' ORGANISM: homo sapiens 

137 --4 00> SEQUENCE: 5 



138 atggcatgga agagcagtgt cataatgcar atgggaagat ttcttctctt agtaatttta 60 

139 tttctgccac gtgagatgac aagttctgtt ttaactgtga atggtaaaac tgagaactat 120 

140 atcctggata ctacacctgg ctcccaagca tctctgatat gtgctgttca aaaccacacc 180 
14 1 agagaggaag aactgctctg gtaccgagag gaggggagag tggatttgaa atctgsaaac 240 
142 aamatcaatt ccagctctgt ctgtgtctct tccatcagtg aaaatgacaa cggaatcagc 300 
14 3 tttaoctgca ggctggggag ggatcagtcc gtgtccgttt cggtggtgct gaatgttact 360 
14 4 tttcctcctc tcctaagtgg aaacgacttc caaacagttg aggaaggcag taatgtgaag 420 
145 ttggtttgca atgtgaaagc caacccccag gctcaaatga tgtggtacaa aaacagtagt 480 
14 6 :tcctcgatt tagagaaaag ccgtcaccaa atccaacaga caagtgagtc ttttcagctg 540 
14 7 t;.;aatcacca aagtcgagaa gcctgacaac ggaacctaca gttgtattgc aaagtcatct 600 
148 ctga aaacgg agagcttgga ctttcacctg attgttaaag ataaaactgt gggtgtacca 660 
14 atagagccca ttattgctgc atgtgttgtg atctttctga cattgtgctt tggactgatt 720 

150 gctagaagaa agaaaataat gaagctctgc atgaaggata aagaccctca cagtgaaaca 780 

151 g.jtctatga 789 



15 3 -:210.' SEQ ID NO: 6 

154 -:2ll:- LENGTH: 262 

15 5 -:212:- TYPE: PRT 

15^ *:213> ORGANISM: homo sapiens 

158 <:400x SEQUENCE: 6 

15^ Met Ala Trp Lys Ser Ser Val He Met Gin Met Gly Arg Phe Leu Leu 

160 15 10 15 

161 Leu Val He Leu Phe Leu Pro Arg Glu Met Thr Ser Ser Val Leu Thr 

162 20 25 30 

163 Val Asn Gly Lys Thr Glu Asn Tyr He Leu Asp Thr Thr Pro Gly Ser 
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164 






35 










40 










45 








165 


Gin 


Ala 


Ser 


Leu 


He 


Cys 


Ala 


Val 


Gin 


Asn 


His 


Thr 


Arg 


Glu 


Glu 


Glu 


166 




50 










55 










60 










167 


Leu 


Leu 


Trp 


Tyr 


Arg 


Glu 


Glu 


Gly Arg 


Val 


Asp 


Leu 


Lys 


Ser 


Gly 


Asn 


168 


65 










70 










75 










80 


169 


Lys 


He 


Asn 


Ser 


Ser 


Ser 


Val 


Cys 


Val 


Ser 


Ser 


He 


Ser 


Glu 


Asn 


Asp 


170 










85 










90 










95 




171 


Asn 


Gly 


He 


Ser 


Phe 


Thr 


Cys 


Arg 


Leu 


Gly 


Arg 


Asp 


Gin 


Ser 


Val 


Ser 


172 








100 










105 










110 






17.3 


Val 


Ser 


Val 


Val 


Leu 


Asn 


Val 


Thr 


Phe 


Pro 


Pro 


Leu 


Leu 


Ser 


Gly 


Asn 


174 






115 










120 










125 








175 


Asp 


Phe 


Gin 


Thr 


Val 


Glu 


Glu 


Gly 


Ser 


Asn 


Val 


Lys 


Leu 


Val 


Cys 


Asn 


176 




130 










135 










140 










177 


Val 


Lys 


Ala 


Asn 


Pro 


Gin 


Ala 


Gin 


Met 


Met 


Trp 


Tyr 


Lys 


Asn 


Ser 


Ser 


178 


145 










150 










155 










160 


179 


Leu 


Leu 


Asp 


Leu 


Glu 


Lys 


Ser 


Arg 


His 


Gin 


He 


Gin 


Gin 


Thr 


Ser 


Glu 


180 










165 










170 










175 




181 


Ser 


Phe 


Gin 


Leu 


Ser 


He 


Thr 


Lys 


Val 


Glu 


Lys 


Pro 


Asp 


Asn 


Gly 


Thr 


182 








180 










185 










190 






183 


Tyr 


Ser 


Cys 


He 


Ala 


Lys 


Ser 


Ser 


Leu 


Lys 


Thr 


Glu 


Ser 


Leu 


Asp 


Phe 


184 






195 










200 










205 








185 


His 


Leu 


He 


Val 


Lys 


Asp 


Lys 


Thr 


Val 


Gly 


Val 


Pro 


lie 


Glu 


Pro 


He 


186 




210 










215 










220 










187 


He 


Ala 


Ala 


Cys 


Val 


Val 


He 


Phe 


Leu 


Thr 


Leu 


Cys 


Phe 


Gly 


Leu 


He 


188 


225 










230 










235 










240 


189 


Ala 


Arg 


Arg 


Lys 


Lys 


lie 


Met 


Lys 


Leu 


Cys 


Met 


Lys 


Asp 


Lys 


Asp 


Pro 


190 










245 










250 










255 




191 


His 


Ser 


Glu 


Thr 


Ala 


Leu 























192 260 

194 <210> SEQ ID NO: 7 

195 <211> LENGTH: 657 

196 «• 2 1 2 > TYPE: DNA 

197 <213> ORGANISM: homo sapiens 
199 -■ h00> SEQUENCE: 7 



200 atggcatgga agagcagtgt cataatgcar atgggaagat ttcttctctt agtaatttta 60 

201 tttctgccac gtgagatgac aagttctgtt ttaactgtga atggtaaaac tgagaactat 120 

202 atcctggata ctacacctgg ctcccaagca tctctgatat gtgctgttca aaaccacacc 180 

203 agagaggaag aactgctctg gtaccgagag gaggggagag tggatttgaa atctgsaaac 240 

204 aamatcaatt ccagctctgt ctgtgtctct tccatcagtg aaaatgacaa cggaatcagc 300 

205 t.t.tacctgca ggctggggag ggatcagtcc gtgtccgttt cggtggtgct gaatgttact 360 
20^ U.tcctcctc tcctaagtgg aaacgacttc caaacagttg aggaaggcag taatgtgaag 420 

207 ttggtttgca atgtgaaagc caacccccag gctcaaatga tgtggtacaa aaacagtagt 480 

208 ctcctcgatt tagagaaaag ccgtcaccaa atccaacaga caagtgagtc ttttcagctg 540 
20'> tcaatcacca aagtcgagaa gcctgacaac ggaacctaca gttgtattgc aaagtcatct 600 
210 ct gaaaacgg agagcttgga ctttcacctg attgttaaag ctctgcatga aggataa 657 

212 *-210> SEQ ID NO: 8 

213 -211> LENGTH: 218 

214 *-212> TYPE: PRT 

215 <213> ORGANISM: homo sapiens 
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— 1 / 


v 4 U L 
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Glu Glu 
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- - J 




c. n 












c c 

O D 
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2 2b 


Leu 


Leu 


irp 


i yr 


Arg 


Glu 


C 1 n 
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Arg 


val 


Asp 


Leu 


Lys 


Ser Gly 


T\ ^ 
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..... / 


O J 










70 










1 D 
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"i "i o 
~ 0 


Lys 


r 1 - 
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Hsn 
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Ser 


Ser 


val 


Cys 


val 
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O ^ 

ber 
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Glu Asn 


Asp 
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O D 












y u 










95 






«- 31.1 


Asn 




T 1 Q 

lie 


d Q v- 

o ex 


Pne 


Thr 


Cys 


Arg 


Leu 


Gly 


Arg 


Asp 


bin 


Ser Val 


Ser 












inn 
1 u u 
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1U5 










110 






^ 3 ~ 


vai 


be it 


v a i 


Ms 1 
Val 


Leu 


Asn 


va i 


i nr 


rne 


Pro 


Pro 


Leu 


Leu 


Ser Gly 


Asn 




~| 2 "J 






lie; 
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1 Z U 










IOC 

12b 










■' 3 1 
._ 3 4 


Asp 


pne 


Gin 


Thr 


val 


Glu 


(jIU 


bl y 


ber 


Asn 


17 - 1 

val 


Lys 


Leu 


Val 


Cys 


Asn 




2 3 5 




130 












135 










14 0 














Val 
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Ala 
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Met 
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Ser 
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1 c c 
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Asp 
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Glu 


Lys 


Ser 


Arg 
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Gin 
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Thr Ser 


Glu 
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165 












1 T A 
1 / U 










175 






- -J I J 




Phe 
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Ser 


He 
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vai 


ulU 


Lys 


rro 


Asp 


Asn Gly 


T K v 

i nr 
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180 
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Tyr 


Ser 


Cys 


He 


Ala 


Lys 


Ser 


Ser 
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Thr 
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Ser 


Leu 
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195 












200 
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— 4 4 


His 


Leu 


lie 


Val 


Lys 


Ala 


Leu 


His 


Glu 


Gly 
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210 












215 
























-:210 


:■■ SEQ ID NO: 


9 




























"' -1 w 


•'211 


> LENGTH: 12 5 6 




























' A'a 
— 4 r 


-'212 


:■ TYPE: 


DNA 






























'■ S !l 


-213 


ORGANISM: 


homo sapiens 




















25^' 


-400 


SEQUENCE: 


9 




























■ ^ 7 
... j 


caaaaccaac 


tgcactattt 


ttcccttcag 


aggaacagtt 


ggccaaggaa 


gtcagcttct 


bU 


— J 4 


cagagctcaa 


gagtagatct 


gagtttaact 


cattaaagat 


ggcatggaag 


agcagtgtca 


i ■> n 
1 - U 


. . J 


taatgcarat 


gggaagattt 


cttctcttag 


taattttatt 


tctgccacgt 


gagatgacaa 


1 on 

1 o U 


tJ 3 v. 1 


gttctgtttt 


aactgtgaat 


ggtaaaactg 


agaactatat 


cctggatact 


acacctggct 


-i u 




cccaagcatc 


tctgatatgt 


gctgttcaaa 


accacaccag 


agaggaagaa 


ctgctctggt 




258 


accgagagga 


ggggagagtg 


gatttgaaat 


ctgsaaacaa 


matcaattcc 


agctctgtct 


3 60 


2 5 9 


gtgt 


ctcttc 


catcagtgaa 


aatgacaacg 


gaatcagctt 


tacctgeagg 


ctggggaggg 


420 


2 60 


at cagtccgt 


gtccgttt eg 


gtggtgctga 


atgttacttt 


tcctcctct c 


ctaagtggaa 


4 80 


261 


acgact tcca 


aacagttgag 


gaaggcagta 


atgtgaagtt 


ggtttgcaat 


gtgaaageca 


540 


2 62 


acccccaggc 


tcaaatgatg 


tggtacaaaa 


acagtagtct 


cctcgattta 


gagaaaagee 


600 


263 


gtcaccaaat 


ccaacagaca 


agtgagtctt 


ttcagctgtc 


aatcaccaaa 


gtcgagaagc 


660 


2 6'] 


ctgacaacgg 


aacctacagt 


tgtattgcaa 


agtcatctct 


gaaaaeggag 


agcttggact 


720 


2 65 


ttcacctgat 


tgttaaagat 


aaaactgtgg 


gt gtaccaat 


agageccatt 


at tgetgeat 


780 


2 6b 


gtgttgtgat 


ctttctgaca 


ttgtgctttg 


gaetgattge 


tagaagaaag 


aaaataatga 


840 


2 67 


agct ctgcat 


gaaggataaa 


gaccctcaca 


gt gaaacagc 


tctatgagaa 


agctgagatg 


900 



file://C:\Crf3\Outhold\VsrI863823.htm 



6/8/01 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 06/08/2001 

PATENT APPLICATION: US/09/863,823 TIME: 17:03:04 

Input Set : A:\LEX180 SEQ LIST.txt 
Output Set: N:\CRF3\06082001\I863823.raw 

L:13 M:270 C: Current Application Number differs, Replaced Current Application No 
L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 



file://C:\CrO\Outhold\VsrI863823.htm 



6/8/01 



